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Fig.1 Comparison of exoproteolytic activities derived from soybean seed after 0 day and 5 days
imbibition employing 0.2% (W, V) denatured hemoglobin as a substrate.

* Time(min.) is incubation period(min.)
0-5(0 day after imbibition, pH5.0)
0-6(0 day after imbibition, pH6.0)
0-7(0 day after imbibition, pH7.0)
0-8(0 day after imbibition, pH8.0)

5-5(5 days after imbibition, pH5.0)
5-6(5 days after imbibition, pH6.0)
5-7(5 days after imbibition, pH7.0)
5-8(5 days after imbibition, pH8.0)
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Fig.2 Comparison of exoproteolytic activities from soybean germinating seeds. Trypsin inhibitor[0.1%
(W/V)] was used as substrate

0-5(0 day after imbibition, pH5.0) 0-8(0 day after imbibition, pH8.0)
5-5(5 days after imbibition, pH5.0) 5-8(5 days after imbibition, pH8.0)
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Fig.3 comparative demonstration of exoproteolytic activities from soybean germinating seeds by using
0.2%(W/V) soybean 11S-protein(glycinin) solution.

0-5(0 day after imbibition, pH5.0) 5-6(5 days after imbibition, pH6.0)
0-8(0 day after imbibition, pH8.0) 5-7(5 days after imbibition, pH7.0)
5-5(5 days after imbibition, pH5.0) 5-8(5 days after imbibition, pH8.0)
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Fig.4 Substrate-specificity of soybean exoprotease derived from the germinating seeds employing a 0.2
9%(W/V) 7S-soybean strage protein( 8-conglycinin) as substrate.

0-5(0 day after imbibition, pH5.0)
5-5(5 days after imbibition, pH5.0)
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Fig.5 Comparison of soybean exoproteolytic activities derived from several germinating stages of the
seeds.
0; ungerminating seed, —ll— 3; 3 days after imbibition, —A—
1; one day after imbibition, —@— 5; 5 days after imbibition, —4—

7; 7 days after imbibition, —k—
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